Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.003 Å; R factor = 0.043; wR factor = 0.120; data-to-parameter ratio = 17.5.
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Experimental
Crystal data Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.120 S = 1.12 4271 reflections 244 parameters H-atom parameters constrained Á max = 0.47 e Å À3 Á min = À0.50 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C2-C7 ring. as antifungal agents. Lately, similar structures containing benzimidazole ring have been reported as antibacterial agents (Özel Güven et al., 2007a,b) . Benzotriazole derivatives also exhibit a good degree of analgesic, anti-inflammatory, diuretic, antiviral and antihypertensive activities (Hirokawa et al., 1998; Yu et al., 2003; Kopanska et al., 2004) . Crystal structures of benzotriazole ring possesing compounds have been reported before (Katritzky et al., 2001; Swamy et al., 2006; Özel Güven et al., 2010a,b; Özel Güven et al., 2011) . Now, we report herein the crystal structure of the title benzotriazole derivative, (I).
In the molecule of the title compound ( Fig. 1 ), the bond lengths and angles are generally within normal ranges. The planar benzotriazole ring [B (N1-N3/C9-C14)] is oriented with respect to the phenyl [A (C2-C7)] and benzene [C (C16-C21)] rings at dihedral angles of A/B = 48.72 (6) and B/C = 62.94 (5) °. The dihedral angle between phenyl and benzene rings is A/C = 88.95 (6)°. Atom C8 is -0.017 (2) Å away from the plane of the benzotriazole ring and atom C1 is 0.069 (2) Å away from the plane of the phenyl ring, while atoms O1 and C15 are -0.052 (1) and 0.010 (2) Å away from the plane of the benzene ring.
In the crystal, weak C-H···N hydrogen bonds (table 1) link the molecules into chains (Fig. 2) . There also exists a π-π contact between the triazole and benzene rings, Cg4-Cg5 i , may further stabilize the structure [centroid-centroid distance = 3.678 (1) Å; symmetry code: (i) 2 -x, 1 -y, 1 -z; Cg4 and Cg5 are the centroids of the rings D (N1-N3/C9/C14) and E (C9-C14)]. A weak C-H···π interaction (Table 1 ) may stabilize the structure.
The title compound was synthesized by the reaction of 2-(1H-benzotriazol-1-yl)-1-phenylethanol (Özel Güven et al., 2010a) with aryl halide using NaH.2-(1H-benzotriazol-1-yl)-1-phenylethanol (200 mg, 0.84 mmol) was dissolved in DMF (3-4 ml). NaH (33 mg, 0.84 mmol) was added to the solution portionwise. After stirring the mixture a few minutes, 2,5-dichlorobenzyl bromide (200 mg, 0.84 mmol) was added dropwise. Then, the reaction mixture was stirred additional 3 h at room temperature.
Adding methanol (5 ml) reaction was stopped. After evaporation of the solvent, dichloromethane was added to the reaction mixture and extracted with water. Then, the organic phase was separated, dried, filtered and evaporated. The precipitate formed was purified by column chromatography using chloroform and crystallized from iso-propanol to obtain colorless crystals suitable for X-ray analysis (yield; 231 mg, 69%).
Refinement
H atoms were positioned geometrically with C-H = 0.98, 0.93 and 0.97 Å for methine, aromatic and methylene H, respectively, and constrained to ride on their parent atoms, with U iso (H) = 1.2U eq (C). Fig. 1 . The molecular structure of the title compound with the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 1.14499 (5) 0.89780 (6) 0.0155 (7) 0.0245 (7) 0.0166 (6) 0.0027 (5) −0.0012 (5) 0.0103 (5) N1 0.0169 (8) 0.0191 (8) 0.0136 (7) 0.0020 (6) 0.0000 (6) 0.0053 (6) N2 0.0253 (9) 0.0251 (9) 0.0137 (7) 0.0057 (7) 0.0029 (7) 0.0050 (7) N3 0.0253 (9) 0.0257 (9) 0.0157 (7) 0.0075 (7) 0.0026 (7) 0.0066 (7) C1 0.0153 (9) 0.0209 (9) 0.0124 (8) 0.0048 (7) 0.0015 (7) 0.0070 (7) C2 0.0088 (8) 0.0200 (9) 0.0168 (8) 0.0013 (7) −0.0019 (7) 0.0042 (7) 0.0180 (9) 0.0166 (9) 0.0143 (8) −0.0011 (7) 0.0005 (7) 0.0049 (7) C15 0.0169 (9) 0.0193 (10) 0.0159 (8) 0.0033 (8) 0.0010 (7) 0.0055 (7) C16 0.0169 (9) 0.0148 (9) 0.0132 (8) 0.0068 (7) 0.0029 (7) 0.0013 (7) C17 0.0157 (9) 0.0156 (9) 0.0184 (8) 0.0064 (7) 0.0070 (7) 0.0056 (7) C18 0.0132 (9) 0.0241 (10) 0.0155 (8) 0.0065 (8) 0.0003 (7) 0.0024 (7) C19 0.0210 (10) 0.0270 (10) 0.0135 (8) 0.0124 (8) 0.0050 (7) 0.0072 (8) C20 0.0188 (9) 0.0200 (9) 0.0162 (8) 0.0069 (8) 0.0079 (7) 0.0060 (7) C21 0.0142 (9) 0.0188 (9) 0.0158 (8) 0.0052 (7) 0.0018 (7) 0.0032 (7) Geometric parameters (Å, °) 
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C2-C7 ring. 
